Study Purpose:    To identify expression patterns that correlate with GS and with the distinction of prostate tumor from normal and build an expression-based model to accurately predict patient outcome. 
Data Description:   52 prostate tumors and 50 nontumor prostate samples using oligonucleotide microarrays containing probes for approximately 12,600 genes and ESTs. However, no clinical data is available.
Array Type:  Affymetrix U95Av2 
Data Source: http://www-genome.wi.mit.edu/MPR/prostate  
Data Size: 40.8 MB (10.0 MB for zipped file)
