Study Purpose:   To apply a supervised learning prediction method to identify cured versus fatal or refractory disease based on gene expression profile of DLBCL patients who received chemotherapy.  
Data Description: Pre-treatment biopsies obtained from 77 patients with DLBCL (n = 58) or FL (n = 19) were subjected to transcriptional profiling using oligonucleotide microarrays containing probes for 6,817 genes.     
Array Type:   Affymetrix HU6800
Data Source: http://www.broad.mit.edu/mpr/lymphoma/ 
Data Size: 19.8 MB (8.3 MB for zipped file)
