Study Purpose:    To identify biologically and clinically relevant gene-expression tumor subtypes.  
Data Description:  gene expression profile in 62 primary prostate tumors, as well as 41 normal prostate specimens and 9 lymph node metastases, using cDNA microarrays containing 
Array Type:  cDNA microarray.  Cy5-labeled cDNA was prepared by using total RNA from prostate samples, and Cy3-labeled cDNA was prepared by using mRNA common reference, pooled from 11 established human cell lines.
Data Source:   http://smd.stanford.edu/cgi-bin/publication/viewPublication.pl?pub_no=292
Data Size: 214 MB (86.9 MB for zipped file)
