Study Purpose:   Comparison of gene expression in 12 pediatric rhabdomyosarcomas (RMS) to that in 11 pediatric Ewing's sarcomas (EWS).   Results identify expression profiles that distinguish RMS from EWS.      
Data Description:  The dataset has 23 samples from 3 disease state sets: 11 pediatric Ewing's sarcomas, 3 embryonal rhabdomyosarcoma and 9 alveolar rhabdomyosarcoma.
Array Type:  Affymetrix GeneChip (U95A)  
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS971.soft.gz 
Data Size: 18.9 MB (5.8 MB for zipped file)
