Study Purpose:   Comparison of Gene Expression in Uterine Smooth Muscle Tumors (including normal myometrium, benign uterine leiomyoma, malignant uterine and extra-uterine leiomyosarcoma) 
Data Description:   The dataset has 24 samples including 7 uterine leiomyoma, 9 uterine leiomyosarcoma, 4 extra-uterine leiomyosarcoma, and 4 normal myometrium.
Array Type:  Affymetrix chip (HuGeneFL)
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS533.soft.gz
Data Size: 11.1 MB (3.1 MB for zipped file)
