Study Purpose:   Generation of a molecular signature for metastatic hepatocellular carcinoma (HCC) and identification of genes relevant to metastasis and patient survival. Osteopontin identified as molecular marker for defining metastatic potential.  
Data Description:  The 107 paired samples consist of primary HCC, metastatic HCC and corresponding adjacent non-tumor liver tissue.  Most of the tumor tissues were sampled twice using 2 independent cDNA hybridizations, with tumor samples labeled in red (Cy5) and non-cancerous tissues labeled in green (Cy3).
Array Type:    spotted cDNA microarray
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS274.soft.gz 
Data Size: 19.6 MB (4.5 MB for zipped file) 
Note: 

* All but S11 were HBsAg-positive cases; all but S51 are male patients. 

** The histology of these cases was determined by two independent pathologists and was graded as: I, well differentiated; II, moderately differentiated; III, moderately to poorly differentiated; IV, poorly differentiated. The numerals in the cirrhosis column indicate the size of the cirrhotic nodules (cm in diameter). N, no cirrhosis; <0.3cm, light cirrhosis; 0.3-0.5cm, median cirrhosis; >0.5cm, severe cirrhosis. 

*** Available survival data include “live” or “death” response at the day of follow-up, with a few patients show a limited information about the cause of death, such as bleeding (esophagus) or metastasis (metastasis found in other organ). 

