Study Purpose:   Expression profiling of superficial bladder tumors to delineate the differences between non-recurring and frequently recurring Ta tumors. Applied 32-gene molecular classification scheme to classify samples.
Data Description:  The dataset contains gene expression profiles from 40 well characterized bladder tumors.
Array Type:   Affymetrix GeneChip (HuGeneFL)
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS232.soft.gz 
Data Size: 3.7 MB (1.0 MB for zipped file) 
