Study Purpose:  To discover a subset of melanomas identified by mathematical analysis of gene expression in a series of samples
Data Description: The data set has 38 samples including 31 melanomas and 7 controls. 
Array Type:  cDNA microarray
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS2.soft.gz 
Data Size: 9.4 MB (2.3 MB for zipped file)
