Study Purpose:  Pre-existing and acquired drug resistance are major obstacles to the successful treatment of glioblastomas.  An integrated resistance model and genomics tools were used to globally explore molecular factors and cellular pathways mediating resistance to O6-alkylating agents in glioblastoma cells.
Data Description:    The dataset contains gene expression profiles of 15 samples from 3 cell lines at 2 disease states.
Array Type:   Human cDNA microarrays (from the Stanford Functional Genomics Facility) contain 41,421 cDNA elements, corresponding to 27,290 different UniGene cluster IDs. Tumor/normal brain and universal human reference total RNA were separately reverse transcribed using the Cy5- and Cy3-specific Genisphere primers, respectively, and hybridized together.
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1830.soft.gz 
Data Size: 23.8 MB (8.5 MB for zipped file)
