Study Purpose:  To identify clinically relevant subclasses of bladder carcinoma using expression microarray analysis. 
Data Description:  The dataset contains gene expression profiles from 40 well characterized bladder tumors.
Array Type:   Affymetrix GeneChip (HuGeneFL)
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS183.soft.gz 
Data Size: 13.3 MB (4.3 MB for zipped file) 
