Study Purpose:   To provide insight into the molecular mechanisms underlying gliomagenesis and define biological pathway maps associated with gliomagenesis as well as distinct glioma subtypes.
Data Description:   The dataset contains gene expression profiles of 31 glioblastomas (including two gliosarcomas), eight oligodendrogliomas (five oligodendrogliomas and three anaplastic oligodendrogliomas), six anaplastic oligoastrocytomas, and five WHO grades 1 to 3 astrocytic tumors. 
Array Type:   Human cDNA microarrays (from the Stanford Functional Genomics Facility) contain 41,421 cDNA elements, corresponding to 27,290 different UniGene cluster IDs. Tumor/normal brain and universal human reference total RNA were separately reverse transcribed using the Cy5- and Cy3-specific Genisphere primers, respectively, and hybridized together.
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1813.soft.gz 
Data Size: 57.2 MB (23.2 MB for zipped file)
