Study Purpose:  To develop an ex vivo model that could be reliably used to define a prognostic signature based on gene expression profiling of cell cultures that maintained the tumor phenotype for prostate cancer.
Data Description:  The dataset has 30 samples in 7 disease states treated with 2 protocols.
Array Type:    Affymetrix GeneChip (U133A)
 
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1746.soft.gz 
Data Size: 32.3 MB (11.3 MB for zipped file)
