Study Purpose:  Analysis of 100 genetically characterized B-cell chronic lymphocytic (B-CLL) leukemia samples. Genomic aberrations and variable heavy chain somatic mutations are important prognostic factors of B-CLL. Results identify expression signatures that define B-CLL subtypes.  
Data Description:   The data set has 111 samples with 3 genotypes/variations under 2 disease states.
Array Type:  Affymetric GeneChip (U95A)   
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1454.soft.gz  
Data Size: 40.5 MB (22.9 MB for zipped file)
