Study Purpose:  Identification of a group of breast tumours with increased androgen signalling and a 'molecular apocrine' gene expression profile.  
Data Description:  The dataset contains gene profiles from tumors of 49 breast cancer patients. Tumors are classified into luminal and basal classes, and a novel molecular apocrine class. Apocrine tumors are estrogen receptor negative (ER-) and androgen receptor positive (AR+), while luminal tumors are ER+ and AR+, and basal tumors are ER- and AR-. 
Array Type:  Affymetrix GeneChip (U133A)  
 
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1329.soft.gz 
Data Size: 43.2 MB (15.2 MB for zipped file)
