Study Purpose:   To use gene-expression profiles of tumor-biopsy specimens to develop a molecular predictor of the length of survival
Data Description:    191 biopsy specimens from patients with untreated follicular lymphoma.  The data set was divided into a training set of 95 specimens and a test set of 96 specimens.

Array Type:  Affymetrix U133A and U133B
Data Source: http://llmpp.nih.gov/FL/
Data Size: 238 MB (103.5 MB for zipped file)
Description of columns:
SLN:  


Unique sample identifier

Training:

1 = training set sample    

2 = validation set sample 

Follow up time:
Time in years from diagnosis until death or loss to follow up

Status at follow up:
1 = dead at last follow up    

0 = alive at last follow up

Extra Nodal site>1
0 = at most 1 Extra Nodal site    

1 = more than 1 Extra Nodal site

Age>60

0 = patient age < 60 years     

1 = patient age > 60 years

LDH>1

0 = normalized LDH < 1     

1 = normalized LDH > 1

Pstat>1

0 = Performance status 0-1    

1 = Performance status 2-4

Stage>2

0 = Stage 1 or 2 disease         

1 = Stage 3 or 4 disease 

IPI.gp


1 =  IPI value 0-1




2 =  IPI value 2-3




3 =  IPI value 4-5

