Study Purpose: Use gene-expression profiles based on microarray analysis to predict patient survival in early-stage lung adenocarcinomas 
Data Description:  86 primary lung adenocarcinomas, including 67 stage I and 19 stage III tumors, as well as 10 non-neoplastic lung samples
Array Type:  Affymetrix HuGeneFL
Data Source:  http://dot.ped.med.umich.edu:2000/ourimage/pub/Lung/index.html 
Data Size: 22.3 MB (8.2 MB for zipped file)
Note: annotation for clinical variables: 
 
Column F-stage: tumor stage. Either 1 or 3. 
Column G-tumor size 
Column H- nodal status 
Column I-survival time (months): This is patient's survival time from operation date to death or last follow up as of May 2001. 
Column J-patient's survival status. 1 indicates an event of death, while 0 is alive. 
Column K-classification: tumor histological type. BD: bronchial derived; BA: bronchial alveolar; CC: clear cell; PA: papillary; Note that some tumors contained a mixture of two histological types. 
Column L-differentiation: tumor differentiation. 
Column M- p53 nuclear accumulation status. 
Column N-12/13th codon K-ras mutation status. 
Column O - patient's smoking status
