Study Purpose:   To identify genes involved in tumorigenesis of hypopharyngeal cancer as well as gene expression patterns that will distinguish tumours that will metastasize from those that will not.
Data Description:  The dataset contains 34 hypopharyngeal cancer samples (31 individual tumors, two pools of two and one pool of three additional tumors) and four normal samples (one pool of seven normal tissues from patients whose tumors are in the tumor pools).
Array Type:  Affymetrix GeneChip (HG-U95A) 
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1070.soft.gz 
Data Size: 17.3 MB (7.3 MB for zipped file)
